arch fp,

05e sy,
5 %
£ o
&
E 0

\v/

1§+ ¢|~ o) KA °)M 29357 ol pole DR duwgo (ABo% —BigaT 455

TR

YASIY :
i ( )U’)// b»“i/

P95 g sy ¥ G950

Sl oe e @l ol @
[_)‘ﬁ_‘ ‘QW‘ WOl X2 ali.":.}l: @,‘HL&S 0dSisls ‘LS‘" r}l; a};—\

O‘j_‘ ‘C; ‘6)'))L’;§Grj_jj} uf:)}aT ‘QLE.:Z»‘ QLU'L»: ‘Q‘ﬁ_l 6&‘: r}l& QU.:E>J w}a—"

\F"J@A:Jﬁ;\iéju \F"J‘JJ?'-:QAALLJJ'CLJU
CRVYYPRATYY 1 s ook 5 e olacd

Email: hamed_asadolahi@yahoo.com

10.22092/ aasrj.2021.354669.1236 :(DOI)  fliwmsd dwlishs
j (DOI) Jtyzxs s

o kit (SldigT peis 0gi | CRISPR-Cas9 9 TALEN ZFN (sla 6390645 dloa 31«35 Uil 09 SB 29y s9ab b
Olio 39 Cg> Ol Cadlisie SBAGT 50 ol SO Gl Sl e 50 B w9y cpl 3 .oud glpg BB S0,
OS5 Jd 38 (Olga> 9 bl &5 gl SBS Hlow JEHI pals” ¢ Sludl Laliske (S Slow Sga ¢ Jgaxo (381 9 (S
g St o 0L K55 YW1 koS § Mol Sl 38 9 339k 4 gl cibitue (SIS Hlow 33§30 S
U g5 9 3T SR colais! Bud cpmai Wiilo By d9umo 3 (B 9 99u@ 4 (i1 9 S Ruilo (9l (SCWLB 4 Jliwd
emolais| Blodl sl (JES! Cuin” 2319 58 .Cwl W DNA pw § (S amusillo pizmons 9 oidd DNA g3 (awdun
29 (ol 15 505 (Olanod (o g ot 3 o sLET 1 (Sl 0l 2lolil g DNA L9159 (Slypusilo I pig &5 50
SLad s 3 Lo &5 30 4o 45 Sl 09T 1 15 (SHlods 2 S P S piw (9l il (0835 ! 29 (S yiiuanas

ST 0 K0S (018 9 (859U DY gazme Mol 9 158 sl Al S pg> (2 Wl (S slew (Syp 1lKo 9 O o

CRISPR-Casd (TALEN ZFN ¢ 55 il 15 15uls™ o319



Ef' ST & PRI ‘...@ﬁ)l{gu@uuﬂ

Applied Animal Science Research Journal No 41 pp: 13-28
An overview of genome editing methods

By: Asadollahi, Hamed ™, Emrani, Hossein®

1: Department of Animal Science, Faculty of Agriculture, Isfahan University of Technology, Isfahan,
Iran

2: Animal Science Research Institute of Iran, Agricultural Research, Education and Extension
Organization (AREEO), 31585 Karaj, Iran

Received: June 2021 Accepted: October 2021

With the advent of gene editing methods, including ZFN, TALEN and CRISPR-Cas9
technologies, the genomes of different species can be easily edited. Of these methods, are used
in inactivation of specific genes in livestock to improve animal production traits and increase
productivity, Improving various human diseases, reduce the transmission of common human
and animal diseases, Inactivation of genes involved in various infections, resistance to
pathogens, and finally modification and treatment of complex genetic disorders. To achieve the
capabilities of these editing mechanisms, some limitations need to be improved, such as specific
targeting, targeted nuclease enzyme transfer, donor DNA sequencing, and DNA repair
mechanisms. In fact, transmission quality, identification of specific targets, better understanding
of DNA editing mechanisms, and identification of ways to enhance the mechanism of matched
recombination repair are the main focus of genomic editing systems. These advances have
provided countless opportunities to help us understand the complex functions of genes and
disease mechanisms, identify different pathogenic mutations, and modify agricultural and
livestock products. f
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