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As a key element on regulating feed intake, leptin can affect hunger center on hypothalamus to
regulation of appetite. Furthermore, it has been shown that leptin gene can have influential on
milk production of some species like sheep and cattle. The objective of present study is
considering genetic diversity of different species to better understanding of underling effects of
the gene on camel production. Leptin gene sequence of Turkmen camel (amelus dromedarius)
obtained using whole genome sequence and the sequences of Arabian (amelus dromedarius),
wild (Camelus Ferus) and domestic (Camelus Bactrianus) two humped camel were downloaded
from gene bank (www.nchi.nlm.gov). In this study, genome of a Turkmen camel that sequenced
by Hlumina Hiseq 2000 was used. The gross data of sequence assembled using Denovo method
and 235978 contigs were obtained. Then, reads of the contig that containing the leptin gene
were extracted from the whole data set. Analysis of the sequence and alignment of different
parts of the gene sequence were done for preparing phylogenetic tree. Analysis of the sequences
were performed using CLC Genomics Workbench software. The results showed that the length
and the sequence of the gene were different in the species. Also, despite the difference on
sequence of exons of the leptin gene, sequence of leptin protein was the same in all camels.
Results of the research were similar to other researches in different species.

4[ Key words: Camel, Leptin, Whole genome sequence, Phylogenetic }
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