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In the present study, the single-nucleotide polymorphisms and their transcriptome coverage
on differential gene expressions were investigated between Holstein and Cholistani
population. Thus, the transcriptomes (MRNA Sequence) for a US Holstein and a Pakistanian
Colistani cow population were assembled by aligning and mapping the RNA-Seq reads on
the bovine reference genome. The differential gene expression analysis was performed.
Finally, 24616 genes and 26 716 isoforms on the transcriptome of these two populations
were found among 41 genes that were showed significantly different expression. (P.value <
0,000015). Analysis of the gene ontology (GO) and routes indicated that they are involved
in, 20 pathways A large number of genes in the pathways leading to immune response,
leading to translate the electron transfer resistance to thermal stress and disease. A total of
53 478 and 145443 have SNP discovered in the genome of which 154 SNP in Cholistani
population and 24 SNP in Holstein population were among 41 genes were significant In 18
genes, no SNP was observed. 23 genes had at least one SNP in each of the populations. The
number of SNP in the Cholistani breed was almost 5 times expression higher than the
Holstein breed. These genes also had a high expression in the Cholistani population breed.
This can be one of the causes of differences in gene expression between two populations in
this study.

4[ Key words: SNP discovery and calling, Cattle, Transcriptome, RNA-Seq, Differential Gene Expression.
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ENSBTAG00000014332 5:99647122-99701630 17 2 99660430,99675955,99679525,99679741,9967841,99679944, 9968021,
99687260,99687400,99695508,99695509,99695722,99695900 99695508
,99696126,99696311,99696530,996965561,99696740,
ENSBTAG00000016688 X:66722398-66723397 1 0 667222693
ENSBTAG00000020350 11:2250454-2252492 7 0 2251039,2251487,2251542,2251591,225284,2252143,225235 -
0
ENSBTAG00000021166 16:72811910-72814133 3 0 72812017,7212049,72813023 -
ENSBTAG00000031814 17:63302946-63311098 23 5 63306065,63306965,63306972,63307454,63307548,63307635  63303514,63306513.6
,63307779,63308743,63308871,63309548,63309573,6330981  3307454,63308458,84
2,63309812,63309820,63309932,63309997.,63300106,133001 308427
53.63310399,63310480,63310582,63310620,63310771,63310
853
ENSBTAG00000034824 20:2680573-3054892 2 0 2984940,2986058 -
ENSBTAG00000037778 6:90811061-90813079 9 0 90811129,90811383,90811419,90811464.90812431,90812253 -
4,90812724,90813024,90813059,
ENSBTAG00000039813 21:35135770-35137852 5 3 35136142,35136715,35136897,35137656,35137781 35137019,35137067.3
5137076
ENSBTAG00000043545 MT:5686-7299 17 1 5718,5743,5754,5783,5753,5890,5917,6115,6235,6340,6379.,6 -
436,6460,6727,6772,6881,6922,
ENSBTAG00000044208 27:24815380-24828237 6 0 24815597,24816375.24817718,24820015,24827881,24828277 -
ENSBTAG00000045497 21:66764060-66764393 2 0 66764091,6674093 -
ENSBTAG00000045750 X:143364825-143375658 5 0 143364919,14365129,143375571,143736948,143737387 -
ENSBTAG00000047766 16:75539495-75540404 6 0 75539625,75539651,75539784,75539804,7554055,75540396 -
ENSBTAG00000047966 16:6155902-6156793 2 0 6156311,6156325 -
ENSBTAG00000048102 X:143736737-143800954 3 0 143736948,143737387,143768373 -
ENSBTAG00000048172 X:142664999-142690152 1 0 142686441 -
ENSBTAG00000048229 25:1394200-1436118 4 1 1394221,1394363.1417133.,1417713 1394218
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