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Cands 5 (Sl s 55 4 o LT 2S5 ¢ b5l 5550 0L (v\'f S 55 Cad =) Jsd

Lr34 &5 4 4w s sla Slis UT
Table 1. List of the evaluated bread wheat genotypes, their reaction to leaf rust
and the amplified marker alleles linked to Lr34 gene

Sloses &K 4 STy Lr34 05 4 4 gy 5l Sl MT Cnd s
Cass, 57t o SCEmES o i Reaction to leaf rust  Alleles of markers linked to Lr34 gene
No.  Name/Code  Reference Origin Pedigree Ahvaz csLv34 caSNP4 caSNPI2
1 ATRI 519 IPK India NA** 50MS 0 0 0
2 ATRI 532 IPK India NA 50MS 0 0 0
3 ATRI 537 IPK India NA 10MS 0 0 0
4 ATRI 572 IPK Afghanistan NA 20MS 0 0 0
5 ATRI 1494  IPK Turkey NA 90S 0 0 0
6 ATRI 1536 IPK Turkey NA 90S 0 0 0
7 ATRI 1541 IPK Turkey NA 60S 0 0 0
8 ATRI2162  IPK Turkey NA 90S 0 0 0
9 ATRI2188  IPK Turkey NA 90S 0 0 0
10 ATRI2202  IPK Turkey NA 708 0 0 0
11 ATRI2430 IPK Afghanistan  NA 708 0 0 0
12 ATRI2437 IPK Nepal NA 60MS 0 0 0
13 ATRI 2448  IPK Nepal NA 20MS 0 0 0
14 ATRI2452  IPK Nepal NA 60S 0 0 0
15 ATRI 2494  IPK Afghanistan  NA 708 0 0 0
16 ATRI2547  IPK Afghanistan  NA 90S 0 0 0
17 ATRI 2611 IPK Nepal NA 90S 0 0 0
18 ATRI2636 IPK Afghanistan NA 408 0 0 0
19 ATRI2657 IPK Afghanistan NA 708 0 0 0
20 ATRI2678  IPK Afghanistan NA 90S 0 0 0
21 ATRI2846  IPK Afghanistan  NA 708 0 0 0
22 ATRI2912  IPK Afghanistan  NA 90S 0 0 0
23 ATRI3166  IPK Afghanistan  NA 90S 0 0 0
24 ATRI 3405 IPK Afghanistan NA 60S 0 0 0
25 ATRI 3945  IPK Afghanistan NA 80S 0 0 0
26 ATRI3995  IPK Afghanistan NA 90S 0 0 0
27 ATRI 5498  IPK Iran NA 80S 0 0 0
28 ATRI 5555 IPK Iran NA 60S 0 0 0
29 ATRI 5643 IPK Iran NA 708 0 0 0
30 ATRI 5721 IPK Iran NA 20MS 0 0 0
31 ATRI 5947  IPK Iran NA 10MS 0 0 0
32 ATRI5956  IPK Iran NA 10MS 0 0 0
33 ATRI 5961 IPK Iran NA 10R 0 0 0
34 ATRI 6084  IPK Iran NA 80S 0 0 0
35 ATRI 8156  IPK Iraq NA 80S 0 0 0
36 ATRI 8159  IPK Iraq NA 90S 0 0 0
37 ATRI 8311 IPK India NA 20MS 0 0 0
38 ATRI8317 IPK India NA 40MS 1 1 1
39 ATRI 8366  IPK Iraq NA 1008 0 0 0
40 ATRI 8419  IPK India NA 708 0 0 0
41 ATRI 9721 IPK India NA 30MS 0 0 0
42 ATRI9897  IPK India NA 30MS 1 1 1
43 ATRI 9951 IPK Turkey NA 10MS 1 1 1
44 ATRI 10293 IPK Pakistan NA 708 0 0 0
45 ATRI 10429 IPK Pakistan NA 708 0 0 0
46 ATRI 10995 IPK India NA 60S 0 0 0
47 ATRI 11530 IPK Iraq NA 80S 0 0 0
48 ATRI 11545 1IPK Iraq NA 60S 0 0 0
49 ATRI 15277 IPK Iraq NA 90S 0 0 0
50 ATRI 15280 IPK Iraq NA 90S 0 0 0
51 ATRI 15919 IPK India NA 60S 0 0 0
52 ATRI 16087 IPK Iraq NA 908 0 0 0
- IPK: Leibniz Institute of Plant Genetics and Crop Plant Research (Gatersleben, Germany). (0T ¢ 45 28 5d (AME N puames ¢G5 Dl dunms o
- SPII: Seed and Plant Improvement Institute. ol 5 g 4 5 ool Sliios dn 5o —
- CIMMYT: International Maize and Wheat Improvement Center. (’"‘f 5 D3 Slidos Mall o 3 0
- ICARDA: International Center for Agricultural Research in the Dry Areas. oSzt bl (sl (65,518 Slades Ml o S0
- NA: Not available. 335 3 33—

Yo4
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Table 1. Continued Y Jgd anls
5 ST, 4 g sl S W Cns
Slo 543 Lr34 o3
Reaction to Alleles of markers linked to

sy 57l & oKl ot leaf rust Lr34 gene

No. Name/Code Reference Origin Pedigree Ahvaz csLv34  caSNP4  caSNPI2
53  ATRI 17195 IPK Turkey NA 90S 0 0
54 ATRI 17552 IPK Pakistan NA 90S 0 0 0
55  ATRI 17559 IPK Tajikistan NA 90S 0 0 0
56  ATRI 17562 IPK Tajikistan NA 708 0 0 0
57  ATRI 19186 IPK Turkey NA 408 0 0 0
58  ATRI 19262 IPK Pakistan NA 60S 0 0 0
59  Hirmand SPII CIMMYT Byt/</Jar//Cfi/Sr70>M/jup”’s” 20Ms 0 0 0
60  01C0204851 Czech. Czech NA 30MS 0 0 0
61 01C0204936 Czech. Switzerland  NA 20MS 0 0 0
62  ICBWI108799 ICARDA Iraq NA 90S 0 0 0
63  ICBWI108759 ICARDA Iraq NA 90S 0 0 0
64  ICBWI110707 ICARDA  Syria NA 80S 0 0 0
65  ICBW98824 ICARDA  Syria NA 90S 0 0 0
66  ICBW42070 ICARDA  Syria NA 90S 0 0 0
67 ICBWI1408387 ICARDA  Azerbaijan  NA 20MS 0 0 0
68 ICBWI138678 ICARDA  Azerbaijan  NA 60S 0 0 0
69 ICBWI138673 ICARDA  Azerbaijan  NA 80S 0 0 0
70  ICBWI138380 ICARDA  Azerbaijan  NA 80S 0 0 0
71 Morvarid SPII CIMMYT Milan/Sha7 0 0 0 0
72 Bam SPII CIMMYT Vee"s"/Nac//1-66-22 10R 1 1 1
73 Kavir SPII CIMMYT Stm/3/ Kal//V534/Jit716 90S 0 0 0
74 Sardari SPII Iran NA 90S 0 0 0
75 Tajan SPII CIMMYT Bpw”s”/Nkt”’s” SMs 0 0 0
76 SARC 1 Pakistan Pakistan NA SMS 0 0 0
77  ICBW 138789 ICARDA  Syria NA 90S 0 0 0
78 Barat SPII CIMMYT SLVS*/Pastor 60S 0 0 0
79  Shoosh SPII ICARDA CBRD-3/Stork X Dicoccoides SMS 1 1 1
80 Baharan SPII CIMMYT Kauz/Pastor/PBW-343 20MS 0 0 0
81 MV-17 SPII Hungary Martonvasar-17 0 1 1 1
82 Boulani SPII Iran NA 90S 0 0 0

- IPK: Leibniz Institute of Plant Genetics and Crop Plant Research (Gatersleben, Germany). (0T 5 28) 5 pE SY puame K55 Slisios duums 30—
- SPII: Seed and Plant Improvement Institute.
- CIMMYT: International Maize and Wheat Improvement Center.

- ICARDA: International Center for Agricultural Research in the Dry Areas.

- NA: Not available.
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Table 2. Marker name, primer name, primer sequence, annealing temperature

in PCR and size of the amplified allele

Jlasl gles
Annealing FTejlul
il EgHpG. ST N temperature  Allele size

Marker  Primer pair Primer sequence 5' -3' (°C) (bp) Reference &

csLV34  csLV34F GTTGGTTAAGACTGGTGATGG 55 150/229 Lagudah et al., 2006
csLV34F TGCTTGCTATTGCTGAATAGT

caSNP4  caSNP4F GCGTTTCTGTCACCAGAAGT! 65 390 Dakouri et al ,.2010
caSNP4R AATAAACTCGCGCCTCTTGA

caSNP4  caSNP12F TCCCCAGTTTAACCATCCTG 65 234 Dakouri et al ,.2010
caSNP12R CATTCAGTCACCTCGCAGC
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Fig. 1. Electrophoresis of 1.5% agarose gel for csLV34 molecular marker in evaluated
genotypes. M: 50 bp molecular-weight marker, N: Negative control of PCR, 82: susceptible
cultivar Boulani and amplified DNA bands for Lr34" (150 bp) are indicated by arrows.
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Fig. 2. Electrophoresis of 1.5% agarose gel for caSNP4 molecular marker in the evaluated
genotypes. M: 50 bp molecular-weight marker, N: Negative control of PCR, 82: susceptible
cultivar Boulani and amplified DNA bands for Lr34" (390 bp) are indicated by arrows.
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Fig. 3. Electrophoresis of 1.5% agarose gel for caSNP12 molecular marker in the evaluated
genotypes. M: 50 bp molecular-weight marker, N: Negative control of PCR, 82: susceptible
cultivar Boulani and amplified DNA bands for Lr34" (234 bp) are indicated by arrows.
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