o
1194 5lg T ok ( ’/’W
e

1YE~VoY :
Sl (G335l 9 Giarg3y)

S glis 5 ilidro Sl s $ilo g (i 0T T3 E95 U3 !
Wil g5 30 (9B Wig 9 (S § S g 39

Slolgn o
IS o8l ¢ ols ke 03 8 cpls 515 Ol 5 oS85 (6 77> (s iy
(J s oy 5) D9 3l a>Yls o
IS ol ¢l phe 05 8 e Dl puie
o3jm> S8 Mg
IS oBils ¢l psle 03 8 ale Sla pze
AT alile iy
Ol ol il ple 05 8 ale Ola pie
WA (33558 iy ol YAV g S8y b
SAVNYYAAYY 1 s ol 5 polad oyl

Email: shadparvar@yahoo.com

10.22092/asj.2019.125315.1878 :(DOI) Jlussd 4wbils e

Sly Joore (595 Adlb (0 OIN) P S md J 5 b Oloyod Cdo (S5 S9a@ 00 (Slogdll CuliB (1518 (093 ) DleMo!
O 33 Al 0 SWiglis g Laulg) ( Flo B2k 3 T Sz b Hf odlil i (Sw i 390 (S b J S
9P939595 Y1939 Ve bl o3INI b Juxoar (TS (Fomd haw O3 57395 § (S5 iy Sgue Sud b 4l
ol 0311 § Wb (Silodmd 4l Cume Olgie 4 QMSIM 1331 p 5 3 oolitel b QTL 14¥ § JKlis T v v+ Fgazmo 3
9500 3 Sk 49l Curer (i )+ SIS 4 (sl Come fawr Jlab ool b 93 Ve r 4 L Ve e e Sl im Come
S PBlas) il Z b 90 Jobds (651 sl Cuidd .08 7 (S 3lwdunds + /T (S lig b ke § ol Sbml ook 0
A3 bl dsge Jui Ve sy (Weighted g IBS GRM A sy g 5b) Sl o5 dwlxo sbxe slg 9 (Sl g
9 SR (S Ay Ol 00 SWgliygs il Sk 9 (il ik £ 1S OLE S F hul dulio i 5
WSO F 1B SNigly g s Jlo £95 WG v B b3l como 9 (P<0.05) Wbl (G510 e Wl Cumesr (Suws Hgad
S b plo 3 Fowl Jui Vo b dGueighted) oM 0318 (338 (i ylo b SBGF il 30 (K Ay il
GO Ul 0 T ogb 4 SIS (Ll (Swigy Jui Ve (b33 (SOl pamel b St ed £ 9 9 Swglis g
TH L OT w5 g Cwl Joo (SNol Sl iyl oo § (i) Ay dgae 30 oolaiul d)g0 (SWigLiy 95 i jlo £o5

SIS (Fe> e ST 33 a0 B (Mol S S35 359T g 53 (b el

il TP sl 5 e e (S5 D0y (e 1SS o 3lg



144 )Lec@‘ér}ﬂqjﬁ AYF oyl

Animal Science Journal (Pajouhesh & Sazandegi) No 126 pp: 157-174
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Genomic information has potential capabilities in genetic improvement of the trait concurrent
with controlling progeny’s inbreeding. The common method of controlling the level of
predictable inbreeding of progeny is to use mating designs through relationships matrix. In this
study, a population in size of 1000 fixed individuals, 26 chromosomes and totally 60000
markers and 1930 QTL’s were simulated as the base population with the use of QMSim
software and the size of this population was extended to 20000 individuals after 1000
generations, with the aim of the genetic progress and restricting inbreeding level of the progeny.
Expanding the historical population to the number of 10 generations, the secondary population
was established consisting of 50 males and 500 females and a trait of 0.3 heritability was
simulated. Eight strategies including two mating designs (minimum_inbreeding and random)
and four criteria of computing relationships( Weighted, IBS, GRM and A matrices) for 10
generations were assessed. Comparing the strategies revealed that kind of mating designs and
different criteria of relationships had a meaningful effect in genetic growth rate, inbreeding and
homozygosity of the population (p<0.05) and The accuracy of evaluation was affected by the
kind of relationships matrix. The average genetic gain in strategies with Gweight matrix were
lower than other relationships matrices within 10 generations and inbreeding rate of random
mating design was an increasing trend within 10 generations. On the whole, it can be said that
the kind of relationship matrix used in genetic gain improvement and the accuracy of breeding
values are effective and mixing it with mating design plays an important role in estimating
breeding values in controlling the inbreeding.

4[ Key words: inbreeding, genetic progress, relationship matrix, mating J
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