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Table 1. New developed sequence characterized amplified region (SCAR) and cleaved
amplified polymorphic sequence (CAPS) markers

PCR product

Original marker

Restriction enzymes detecting

Name . . Marker type
size type polymorphism

17021-1 900 BAC - Dominant SCAR
P307J13-1 1000 BAC - Dominant SCAR
123G17 926 BAC - Dominant SCAR
17021-2 850+600 BAC - Dominant SCAR
76N05-2 1000 BAC - Dominant SCAR
023B17-1 1100 BAC Hinl IT Dominant CAPS
23B17-2 900 BAC Ddel Dominant CAPS
307J13-2 500+800 BAC Ddel Dominant CAPS
62H07 853 BAC Ddel, Alul CAPS

286N17 861 BAC Apol CAPS

132E21 850 BAC HindIII, Dde I CAPS

46G 900 BAC Alul CAPS

118M03 904 BAC Mbol CAPS

194N16 887 BAC Alul, Apol CAPS

tgl64-1 400 RFLP Hinf I CAPS

tgl64-2 300 RFLP Hinf'I, Apo I, Hind III CAPS

24F-2 1400 BAC Hind IT CAPS
215M16-2 1000 BAC Alul CAPS

tg352-F 350 RFLP Tsal CAPS

TG352 450 RFLP Tsal CAPS

U7233 400 CAPS HpyCH41V, Hind I1,Dde I,Hinc 1T CAPS

301C21-2 1000 BAC Apol, Alul, Dde CAPS

57104-1 1000 BAC Mnl I,Rsal CAPS

31G10-1 450 BAC HpyCH IV CAPS

71M13 600 BAC Mae I CAPS

177K 600 BAC - SCAR

125P 550 BAC - SCAR

116016-1 1000 BAC Apo 1 CAPS
MO047K24-1 1300 BAC Taal, Sdul CAPS
M47K24-2 1000 BAC Alu1,Dde I, Apo I, Hinf 1 CAPS

72B02 1000 BAC Mae | CAPS

302A23-2 1000 BAC Apol, Tsal CAPS
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Fig. 1. Graphical genotype of the selected recombinants and their disease index (ID) in
the BC,and BC»S; Population
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Table 2. Disease index in BC,S; individuals of b (resistant), a (susceptible) and h (heterozygote)

plants
Disease Number of plants
index b plants a plants h plants
R 18 4 8
MR 5 3 9
MS 2 13 4
S - 24 1
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b plants: Homozygout resistant plants; a plants: Homozygout susceptible plants; h: Heterozygote plants;
Disease index: R: Resistant plant; MR: Moderately resistant plant; MS.: Moderately susceptible plant; S:

Susceptible plant
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